Human

Donor Splice Sites

Acceptor Splice Sites

pos | oligomer contribution | pos | oligomer contribution
5 G 84.34 -11 | T 56.42
0 G 53.66 -10 | T 55.24
3 A 51.45 -12 | T 54.30
-1 A 49.71 -3 G -54.02
2 C -48.49 -9 T 50.01
2 T 48.49 -13 | T 49.09
5 GT 108.86 9 | AG -82.67
4 AG 79.88 -10 | AG -80.32
2 TA 77.56 -8 | AG -80.02
-1 AG 68.54 -12 | AG -78.35
0 GG 55.49 -11 | AG -75.73
1 GC -50.15 -13 | AG -73.27
4 AGT 72.72 -9 TAG -50.09
0 GGT 70.49 -10 | AGT -48.26
1 GTA 68.15 -10 | TAG -47.94
5 GTA 63.33 -12 | AGT -47.84
-1 AGG 59.20 -8 | AGT -47.69
3 AAG 54.40 -12 | TAG -47.21
0 GGTA 79.61 -27 | CTGA 32.85
2 TAAG 53.86 -25 | TAAC 31.25
2 TGAG 52.53 -25 | CTGA 31.10
-1 AGGT 47.23 -28 | TAAC 30.95
1 GTAA 44.71 -26 | CTAA 30.87
3 GAGT 43.03 -26 | TGAC 30.10
0 GGTAA 44.32 -6 TTTCA 22.58
1 GTAAG 43.22 72 | GTAAG 20.13
1 GTGAG 43.05 -27 | CTGAC 18.44
2 TGAGT 39.04 -28 | CTGAC 18.05
-1 AGGTA 35.26 -6 | TTGCA 17.70
-1 CGGTA 34.03 -22 | CTGAC 17.67
0 GGTGAG 34.72 -6 TTTCAG 16.04
1 GTGAGT 28.51 72 | GTAAGT 13.32
0 GGTCAG 22.48 -6 | TTGCAG 12.59
1 GTAAGT 19.27 -10 | TGTTTT 12.42
0 GGTAGG 19.16 -10 | TGTCTT 12.38
0 GGTGGG 18.84 69 | GTAAGT 12.36
-1 CGGTGAG 15.96 -6 TTTCAGA 8.95

0 CGTGAGT 14.20 72 | GTAAGTA 6.01
-1 AGGTGGG 13.90 -7 | TCCACAG 5.72

0 GGTCAGT 12.70 -6 TTTCAGG 5.45
-1 AGGTAAG -11.92 -6 CCGCAGG 5.43

0 CGTAAGT 11.71 71 | GGTGAGT 5.28
-1 AGGTAAGT | -9.49 -7 | CTTTCAGA | 2.31
-1 AGGTGAGT | -7.01 -7 | TCCGCAGG | 2.22

0 GGTAAGTA | -5.65 -6 | TTTCAGAT | 1.89

1 GTATCCTT | 4.55 -7 | ATTTCAGA | 1.89

0 TGTATCCT | 4.42 -2 AGTTGCAG | 1.82
-1 AGGTTTGT | 3.93 -7 | TTTTAAGG | 1.70




